RAW SEQUENCE LISTING 
ERROR REPORT 



BIOTECHIW -jOGY 
SYSTEMS 
BRANCH 




The Biotechnology Systems Branch of the Scientific and Technical Information 
Center (STIC) detected errors when processing the following computer readable 
form: # 

Application Serial Number: 

Source: 0/ 

Date Processed by STIC: ?~ 2-*2* " °Q 

THE ATTACHED PRINTOUT EXPLAINS DETECTED ERRORS. 

PLEASE FORWARD THIS INFORMATION TO THE APPLICANT BY 
EITHER: 

1) INCLUDING A COPY OF THIS PRINTOUT IN YOUR NEXT W 4: 
COMMUNICATION TO THE APPLICANT, WITH A NOTICE TO COMPLY 

V or, ■ vv^ v.. ''. . 

2) TELEPHONING APPLICANT AND FAXING A COPY OF THIS PRINTOUT, 
WITH A NOTICE TO COMPLY 

FOR FURTHER INFORMATION, PLEASE TELEPHONE MARtf SPENCER, 
703-308-4212. 

TO REDUCE ERRORED SEQUENCE LISTINGS, PLEASE USE THE CHECKER 
VERSION 3.0 PROGRAM . ACCESSIBLE THROUGH THE U.S. PATENT AND 
TRADEMARK OFFICE WEBSITE. SEE BELOW: 

Checker Version 3.0 

The Checker Version 3.0 application is a state-of the-art Windows basedsoftware program 
employing a logical and intuitive user-interface to check whether a sequence listing is -in 
compliance with format and content rules. Checker Version 3.0 works for sequence listings 
generated for the original version of 37 CFR §§1.821 - 1.825 effective October 1, L990(old 
rules) and the revised version (new rules) effective July 1, 1998 as well as World Intellectual 
Property Organization (WIPO) Standard ST. 25. 

Checker Version 3.0 replaces the previous DOS-based version of Checker, and is Y2K- 
compliant. Checker allows public users to check sequence listings in Computer Readable form 
(CRF) before submitting them to the United States Patent and Trademark Office (USPTO). 
Use of Checker prior to filing the sequence listing is expected to result in fewer errored sequence 
listings, thus saving time and money. 



Checker Version 3.0 can be down loaded from the USPTO website at the following address: 

http://www,uspto.gov/web/offices/pac/checker 



tw Sequence Listing Error^mmary 



ERROR DETECTED SUGGESTED CORRECTION SERIAL NUMBER^^^/ 6 5 f ^JS 

ATTN: NEW RULES CASES: PLEASE DISREGARD ENGLISH "ALPHA" HEADERS, WHICH WERE IWfegRTCtflS^PTO SOFTWARE 

Wrapped Nucleics The numberAext at the end of each line "wrapped'* down to the next line. 

This may occur if your file was retrieved in a word processor after creating it. 
Please adjust your right margin to .3, as this will prevent "wrapping". 

Wrapped Aminos The amino acid numberAext at the end of each line "wrapped " down to the next line. 

This may occur If your file was retrieved in a word processor after creating It. 
Please adjust your right margin to .3, as this will prevent "wrapping". * 



Incor/ect Line Length The rules require that a line not exceed 72 characters in length. This includes spaces. 



4 Misaligned Amino Acid 

Numbering 

5 Non-ASCII 



Variable Length 



Patentln ver. 2.0 "bug" 



Skipped Sequences 
(OLD RULES) 



Skipped Sequences 
(NEW RULES) 



The numbering under each 5th amino acid is misaligned. This may be caused by the use of tabs 
between the numbering. It is recommended to delete any tabs and use spacing .bQtwe%jYhe numbers. 

This file was not saved in ASCII (DOS) text, as required by the Sequence Rules. 

Please ensure your subsequent submission is saved in ASCII text so that it can be processed. 

Sequence(s) contain n's or Xaa's which represented more than one residue. 

As per the rules, each n or Xaa can only represent a single residue. 

Please present the maximum number of each residue having variable length and 

indicate in the (ix) feature section that some may be missing. 

A "bug** in Patentln version 2.0 has caused the <220>-<223> section to be missing from amino acid 

sequence(s) . Normally, Patentln would automatically generate this section from the 

previously coded nucleic acid sequence. Please manually copy the relevant <220>-<223> section 
to the subsequent amino acid sequence This applies primarily to the mandatory <220>-<223> 
sections for Artificial or Unknown sequences. 

Sequence(s) missing. If intentional, please use the following format for each skipped sequence: 

(2) INFORMATION FOR SEQ ID NO:X: 

(i) SEQUENCE CHARACTERISTICS:(Do not insert any headings under "SEQUENCE CHARACTERISTICS") 
(xi) SEQUENCE DESCRIPTION:SEQ ID NO:X: 
This sequence is intentionally skipped 

Please also adjust the "(in) NUMBER OF SEQUENCES:" response to include the skipped sequence(s). 

Sequence(s) missing. If intentional, please use the following format for each skipped sequence. 

<210> sequence id number 
<400> sequence id number 
000 



10 Use of n's or Xaa's Use of n's and/or Xaa's have been detected in the Sequence Listing. 

(NEW RULES) Use of <220> to <223> is MANDATORY if n's or Xaa's are present. 

In <220> to <223> section, please explain location of n or Xaa, and which residue n or Xaa represents. 



11 



12 



/ 



Use of <21 3>Organism Sequence(s) _ 
(NEW RULES) 



_ are missing this mandatory field or its response. 



Use of <220>Feature 
(NEW RULES) 



13 



Patentln ver. 2.0 "bug" 



Sequence(s) are missing the <220>Feature and associated headings. 

Use of <220> to <223> is MANDATORY if <213>QRGANISM is ,, Artificiar or "Unknown" 



Plea se exp lairi^ource of genetic material in <220> to <223> s ection^ 

(SeeTederar^isrer, M 6/01/98, Vol. 637No7T04, pp. 29631-32) 



(Sec. 1.823 of new Rules) 



Please do not use "Copy to Disk" function of Patentln version 2.0. This causes a corrupted 

file, resulting in missing mandatory numeric identifiers and responses (as indicated on raw sequence listing). 

Instead, please use "File Manager or any other means to copy file to floppy disk. 



AKS-Biotechnology Systems Branch- 5/1 5/99 
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OIPE 



RAW SEQUENCE LISTING 

PA YY.UV APPLICATION : 



US/ 0 9 '658,8 35 



I' 1 A.T L : 

r :::! : 



'2 2/2 00 0 
: V : 3 3 



Input Lot : A:\113 4RSEQLIST.TXT 

On' put Sot- N:\CRF3\09222000\I6588 35.raw 



AANT : 



1 I. 
1 3 
1 3 
17 
17 



! 2 0 

■ i -0 - 
<140> 
<141> 

-:. I ■ 0 



AP PL 
Gill i am . . 
M.oldox, J i 
Rao , -U'ayu 
" : 1 S ' a 0. 

Foi k.n-t^ , 
TI ILL OF 
Po Lv'iu - I 



CMaa P 



>0> 



- H . 



d 



tu ra j 



)owa Id R . 
Fit t O 
INVENTION : 
'oriiios and 
FI 2E RLFLRENCE; : 115 
CURRENT APPLICATION 
CURRENT FILING DATE: 



1 



PR 10* 
PP.10* 
PI 10* 
PL I OR 
PR LG* 

PL I Ok 
PR 10* 
PR. I Ok 
Ni CLAP 



APP1 IC 
F 1 L I NG 
\PPMC 
f ; I L 1 NG 
A P P :. 1 C 
F I L 1NG 
A P P L I 0 
F I L I NG 
OF 



AT ION 
LATE 
AT I ON 
LATE 
AT 1 ON 
LA TE 
AT I ON 
NG DATE 
SEQ ID 
Fast SLQ 
1 



NOP 

N r 
J 

NIL 



Rel i t , I Fo: [■ 
R 

NUMBER : US, 0 9 
2000-09-08 

R: US 6i /(i 



'■.mi r 
■pt i 



Ox Mast: 

a: id Hot he 



mi s c_ feat u 
(31t)...(3 
n 



■1:1 gga-ztq 
' t q tcgato 
laggac gco 
t.qct .at agt.i 
gtgaaaatgt 
gaaacacogi : 
:2.M;: SE:c a 



30FTLAA PL : 
SE-j [D NO: 
LENGTH :: 3- 
TVrE ON A 
OFGANI : 
FEATURE 
NAME /KEY : 
LOCATION : 
OTHER INFORMATION 
SEOULNCE: I 
cc_-go jttctegtag 
1 1 ggga ccac 
gaegtc gatg 
cgagaa gect 
gee eag g at a 
caaggtggga 
gc 
NO : 2 



. : US ' 
0 5 - J 1 
US ! 
- 0 7 - IP 



Si 

W indov;s 



o,168 



Exophiala 3pi.nifera 



M) 



gctgogegga 
t t. ccqt OCCg 
ct ggr.ar.ctc 
tgttegcgcc 
gaa:tt*:ccq 
tacaaggttg 



qto ggtccca 
ggt ctccgac 
tggeaaatga 
ace aeggett 
cca atgett g 
teggtaaega 



gacagaet 1. 1 
catgaaacag 
gatggggt ca 
gt c-rcatacg 
ct toteggeg 
aaccancacc 



tgtegtacct. 
gt aat ggacc 
cagctcgat t 
aagact atct 
ggaagaggtg 
tttttgette 



6 



60 
12 0 
1 3 0 

2 10 
3 ' 1 0 
360 

3 7 2 





211 LENGTH: 182 








: -i 


2 1 2 TYPE' DNA 










.. [ O OFXLANIGM: E:*:ophiala spinifera 










<4F0:: SEQUENCE: 2 








2 8 


gaat tttocq ecaatgettg cttctcggcg ggaagaggtg 


gtgaaaatgt 


caaggtggga 


0 0 




tdcei.iggttg teggtaaega aaceaceacc tttttgette 


ggaacaegge 


gcccgaggcc 


120 


6<- 


gategtactg tacagcegga tgccgaetgc tcaatttcag 


egaegggggt 


gttgaggtgc 


1 3 0 


6 ■ 


ac 






162 


6 


<210; SEQ ID NO: 3 
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RAW SEQUENCE LISTING DA'I E : 09/22/2000 

PA i ENT APPL J Cm I'lON : US/0 9/65 8 , 8 35 TIME : M . J 9 : J .3 

Input -^t : A:\11.3 4RSEQLIST.TXT 

(jut. put Set: N:\CRF3\09222000\I658835.raw 

bl -.Ml- LENGTH : 2g 
b > -71 2".- TYPE : DNA 

bb 7 1 .V- ORGANISM: Art i 1 : i c i a 1 Sequence 

b b i • eeatwhe * 

■ 77 D- OTHER I NF'OKMA']'.: Oil : Designed o L i qonuc 1 eot i de t'ot V RACI: , NJi'^to 

2 ■ 10t- ■ SE07JFNCE: i 

M t. <p.: t t tegt * arcqaoadcc t t ijt J'^.-cc 

/ 5 7 1 f .- SEO :.D NO : 1 

7., -. 7 1 i .- LENC'H . 7 8 

7'-' -2 1 _ TYPE DNA 

'■■T --21;: - ORGAN ISM: A : ' i ! : " : a 1 Sequence 

ri( ■ 2 2''. ■ FEATURE . 

Bl -22'--- OTHER INFORMAL: ON : Designed oligonucleotide for 2' RAO E . 7i9u8 

8 ■ ■ 10b SEQUENCE: 1 

S-*. qdidt'VnC!' OdgacagdCt tttgtcgt 

Bf ■ 2 He- A EQ 7D NO 5 

B 7 2.1 i> i. ENOCH : 138 9 

BB 2 12 - TYPE DNA 

3 C : -2 lie OKGAKISM: Exephiala spmiterd 

9. 2 2 U - FEATURE: 

9. 2 21> TAME/ K EY : CDF 

9: ■: 2 7:2> FOCA7 ION; ( 1 I 38b ) 

9: j (e> rOOjUeNCE : 5 

9> q ;e die gtt qcq g^c u* ■) gta qtg gtg ggc get ggc ttg lie ggt 



A Val Ala Anp Vdl Val Vd L Val Gly Ala Giy Leu Ser Gly Leu 



OB 


L 


















10 










15 






l( 0 


t< ! 


Tbg 


< ; o a 


cqc 


a a a. 


qtC 


cag 


gee 


gee 


ggt 


ctg 


tec 


tgc 


etc 


gtt 


ct t 


9 6 


1( .' 


G I a 


:7.i 


Ala 


1 


Lys 


ir al 


G 1 !1 


Ala 


Al a 


Gly 


Leu 


Ser 


Cy s 


Leu 


Val 


Leu 




ICE 1 








2 0 










7 : i 










3 0 








Ibl 


gag 


gcg 


' i+ ~9 


gat 


Cqt 


qtd 


3 97 J 


gga 


a a g 


act 


ctg 


age 


gta 


caa 


teg 


gqt 


1 4 4 


li : > 


Glu 


Ua 


Met 


A Hp 


Arg 


Val 


Gly 


Glv 




Thr 


Leu 


Ser 


Val 


Gin 


Ser 


Gly 




I ( i. 






3 5 










10 










15 










1( H 




•/•r: 


agg 


aeg 


act 


ate 


aac 


gac 


etc 


ggc 


get 


gcg 


tgg 


ate 


aat 


gac 


19 2 


1( '2 


Pro 


7 L '/ 


Arg 


Im- 


Thr 


He 


Asn 


Asp 


Le u 


Gly 


Ala 


Ala 


Trp 


He 


Asn 






i:. u 




50 










5 r> 










60 












.10. F 




lac 


caa 


age 


g a a 


gta 


tec 


aga 


ttg 


ttt 


gaa 


aga 


ttt. 


cat 


ttg 


gag 


2 4 0 


11 3 


See 


Y 5 I i 


(Tin 


Ser 


Glu 


val 


Ser 


Arg 


Le u 


Phe 


Glu 


Arg 


Phe 


His 


Leu 


Glu 




l. 4 


6 5 










7 0 










75 










80 




l.i. 




Tag 


etc 


cag 


agg 


a eg 


ac t 


qga 


aat 


tea 


ate 


cat 


caa 


gca 


caa 


gac 


2 88 


l," 


Gly 


Glu 


Leu 


G.I. n 


Arg 


Thr 


Thr 


Gly 


Asm 


Ser 


[le 


His 


Gin 


Ala 


Gin 


Asp 




i:..k 










8 3 










90 










9 5 






1F0 


jgt 


aca 


acc 


act 


aca 


get 


cct 


tat 


ggt 


gac 


tec 


ttg 


ctg 


age 


9 a 9 


gag 


336 


if:l 




rhr 


Thr 


Thr 


Thr 


Ala 


Pro 


Tyr 


Gly 


Asp 


Ser 


Leu 


Leu 


Ser 


Glu 


Glu 




i;.:.! 








l-)0 










10 3 










no 








i: 4 


gtt 


gca 


agt 


gca 


ctt 


gcg 


gaa 


etc 


etc 


ccc 


}ta 


t-gg 


tct 


cag 


rtg 


ate 


384 


i: l > 


Val 




Ser 


A^a 


Leu 


Ala 


Glu 


Leu 


Leu 


Pro 


Val 


Trp 


Ser 


Gin 


Leu 


He 




i; b 






115 










120 










125 










i: h 


gaa 


9 a 9 


cat 


age 


ctt 


caa 


gac 


etc 


aag 


gcg 


age 


cct 


cag 


gcg 


aag 


egg 


4 32 


i:g 


Glu 


Glu 


His 


Ser 


Leu 


Gin 


Asp 


Leu 


Lys 


Ala 


Ser 


Pro 


Gin 


Ala 


Lys 


Arg 
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RAW SEQUENCE LISTING 

PATLN1 APPLICATION: US/0 9/65 8,8 3 5 



DATE : 
TIME : 



09/22/2 000 
I I : 3 9 : 3 3 



Input Set : A:\1134RSEQLIST.TXT 
Output ; et : N:\CRF 3\0 92 22 0 00\I6 588 3 5 . 



" i 
A ) 

P :. 
p. 2 
1A I 



Lou 
1 4 3 



q t q 

'Gil 



Odq 

01 n 



j CO 
\la 



1 <0 
q ao 
Asp 

get. 
A i a 

qaa 
G 1 u 

qCO 

Ala 

t a t 
Ty r 

2 .1 0 
aaq 
Lys 

a tt 
lie 

qtg 
Va 1 



dqt qtq aqc 
Ser Veil So: 



1 ■; 5 .1 -I 0 

t t o qrq cue t at: t g*: qaq aaq 

Phe A., a Hit; I or Cy:s OLu Lys 

HO I'H 

qta q i ■ <.n aat. cue at.o aca cgc 

Va 1 A : a As:. Ola II e Ihr Arq 
AO) 

qcc car qua atr d':r ate; r 1 '■ 1TO <.. ': O acc 

Ala His GlK lie Ser Met Toi. Phe Leu Thr 

L 8 0 i a : : 

arc qgt e-r a 
■;in- 01-.- Lee s 



qua c t a 
Ciu Leu 



qtt CtO 

Vul Leu 



Ctq CtC qqt. 



1- 



.at dti ttc 
.:ai I If Hie 



■q uac uaq 



Ala L - mi 

que t ae 
Asp Hr 

1 ■) 0 

! )U que 



atq cqa t' 
Met Arq C' 



qua ott q*: J 
Glu Leu Va 



aaa ue.a qg* -te 
Lvs Tiir GL- Her 



:aq 



-q att 

?r He 



:aq u-i-' 

Ola GLn 



cca qqo to li 

Pro Cry So- 

2 3 (J 

qCd y-'O qqc 

Ala S-e 01; 



Va I 1 : 

^ 0 



■ 3 5 

o 1 O-i 

Uhr V i i 



\rq 



O C C COO 

Thr Pro 



tog gee 
Ser Ala 



t tq 



r qcj 
Trp 

3 05 
-eg 
,3er 

gat 
Asp 

lag 
Lys 

:aa 
Tin 

jee 
Ala 
385 



gcg 
Ala 

2 9 0 
gac 

A3p 

ago 
Ser 

cga 
Arg 

tgg 
Trp 

etc 
Leu 

3 70 
aac 
Asn 



' » ' cga a 

Phe Arg s. 

2 00 



~! ' 'CO qC 
Leu rro Ala 



10 uua 
I y r -or- Lys 

.3 0 J 

}ge He teg 



aaa aaq gtg qr • jt-: tc'] tta 

Lys Lyj Va. \'a ] Va . ■•! Leu 

; t, \> 

acc t:q a ; ttt • i c o i :i ec 

Thr Leu "Hr Phe Ser Pro Pi 

27 5 2 30 

gaa aat to*: ate cog gqo t.ao ca' 

0.1a A s !"l Ser He Lea cly L; 

2 ^ j 

aag ccg tuq • uq eg: gaa c. 

lys Pro Trp Trp Ar j Glu Gin Gly Phe Ser 

.3 10 : I 5 

"go gac c:*e atr tea ttr gco ag i gat acc 

Gv3 As:j Pro He Ser Phe Ala Vr j Asp Thr 

3 2 > 3 3) 

caa tgg t :e att acc tgt ttc atg gtc gga 

Gin Trp Ser He Tar Cyo Phe Met Val Gly 

3 4 J 3 4 :> 

tec caa cag tec dig oau gta :ga caa aag 

Ser Gin Gin Ser Lys Gin Val Arg Gin Lys 

355 3 60 

ego geu gec tac gag aao qcc ?gg gec caa 

At j Ala Ala Tvr Glu Asn Ala Gly Ala Gin 
375 380 

gtg etc gaa ate gag tgg teg aag oag cag 

Val Leu Glu He Glu Trp Ser Lys Gin Gin 
390 395 



ccg aca 
Pro Thr 



gag a 

Glu Lys 



at a gtc 
He Vul 



qcc atq 

Ala Me- 

gtc go*: 

Val Ala 
2 1 0 

toq qqo 

■acc ttg 

Thr Lou 

a a qoa 

Glu Ala 

:tc qta 

Phe Val 



• qc gtc etc 



age a:-: 1 
Ser lie 

gac ccg 
Asp Pro 
3 5 0 
tot gto 
Ser Val 
36 5 

gtc cca 
Val Pro 

tat ttc 
Tvr Phe 



Leu Gin 

gac gto 
Asp Val 
335 

gga egg 
Gly Arg 

tgg gac; 
Trp Asp 

gag ccg 
Glu Pro 

:aa gga 
Gin Gly 
4 00 



1.0 0 8 



1 0 5 6 



1200 
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RAW SEQUENCE LISTING LATL: 0 9/22/20 0 0 

PATENT APPLICATION : US/09/658, 835 T El-IE . M : 59 : 3 3 

Input Set : A:\lLi4RSEQLIST.TXT 

Output ie; : N:\CRF3\09222000\I658835.raw 

14b qrt ccq <iqc qCC qt C tat qqq Ct.q a.iV ).t 1 etc d t. C aca C t q qqt t va i2 18 

10/ Ala Pio Ser Ala Val Tvt Glv Leu A: r Asp Leu lie Tin Leu Gly Sei 

lay in/. no u:> 

/ , ; 0 q-q etc aqa rKM era ttc ddq .Kit qtt v ( -; t. tie q t. r qq.i ,.irq quq dry 1 2 9 

20 1 Ala Leu Arq TJir Pic Phe Lys Soi VH H:s The Va 1 G 1 y /Or Glu Lh:-- 

y u / " 42 1 't. " I'u 

201 trt rta qtt t q J dJd qqq tat d t. q q.iu qqq qor atd rqu i(M qqt ai.i 1U1 

20 5 Ser Leu 7a 1 Trp Lvy Gly Tyr Met GH Gly Ala lie Arq Ser Gly GJn 
;: : 0 :) 13 0 4 10 4H 

00/ '-qa qqt qet gCi qaa qtt qtq c,CT. acre Ctq qtq tTa qea qca -1-^0 

■y/ -i Arg Glv Ala -Ma CIl, Val Va 1 Aid Sei Leu Val Pro Ala Ala 

yi - -]0Q I v.. -lot) 

. Xr]q 1 iS9 

/• 1 : I 0 ■ SI/Q ID NO : 0 

21 - ■. 2 LI.'' LENGTH : -162 
yi. :2 L 2 ■ TVP-: : P?2T 

2 1. 21/ - OPGAN1SM: Exophiala spinitera 

2L" -100 V SEgiTE-NCH): 6 

;::>\ Asp Asn Val Ala Asp Val Val Val Val G/y Ala Gly Lea Ser Gly Leu 

2. .. 1 : j 10 15 

y. : Glu Thr Ala Arq Lvi Val Gin Ala : • G . v Leu Ser Cys Leu Val Leu 

2. ■ 20 2 0 K' 

2, ! Glu Ala Met Aso Arc Val Glv GV- L"£: Tlir Leu Ser Val Gin Ser Gly 

2 J 3 5 lo" 15 

2 J ■ Pro Gly Arg Tnr Thr I Le Asn Asp Leu Gly Aid Ala Trp lie Asn Asp 

0 0 5 5 6 0 

2. ^er Asn Gin Ser Glu Val Ser Aru Leu Piie Glu Arq Phe His Leu Glu 

2." ' c 5 7 3 ^5 8 0 

2/ .■ Gly Glu Leu Gin Arg Tar Thr Gly Asn Ser lie His Gin Ala Gin Asp 

2 0 . 8 5 9 0 9 5 

21- Glv Thr Thr Lir Thr A La Pro Tyr G . / Asp Ser Leu Leu Ser Glu Glu 

2/ . " 100 105 110 

2/1 Val Ala Ser Ala Leu Ala Glu Lea Leu Pro Val Trp Ser Gin Leu lie 

2- 115 12 J 12 5 

22'. Glu Glu His Ser Leu Gin Asp Lei Lys Ala Ser Pro Gin Ala Lys Arq 

I'.- 130 13 5 111) 

22 ■■ Leu Asp Ser Val Ser Phe Ala His Tyr Cys Glu Lys Glu Leu Asn Leu 
2.5 ' 14 5 1 50 1 55 1 60 
24 ' Pro Ala Val Lea Glv Val Ala Asn G2n lie Thr Arq Ala Leu Leu Gly 

2 1 : .16 2 l'.'O 1 7 5 

14 2 Val Glu Ala His Glu lie Ser Met Leu Phe Leu Thr Asp Tyr He Lys 

14 i 130 IB 5 190 

14 1 Ser Ala Thr Glv Leu Ser Asn He Phe Ser Asp Lys Lys Asp Gly Gly 

24-i 195 * 20) 205 

2 4'i Gin Tyr Met Arj Cys Lvs Thr Gly Met Gin Ser He Cys His Ala Met 

1 1 ' 210 " " 215 220 

2 4 'i Ser Lvs Glu Leu Val Pro Gly Ser Val His Leu Asn Thr Pro Val Ala 

24-) 225 ^ 230 ' 235 2 1) 

2 5 J Glu He Glu Gin Ser Ala Ser Gly Cys Thr Val Arg Ser Ala Ser Gly 
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RAW SEQUENCE LISTING 

PATENT APPLi CA I 1 1 ON : US/0 9/658 , 8 3 5 



DATE: 00/3 2/ 20ut) 
: , t!r. . 11 :j0; 33 



Input Set : A:\lli4RSEQLIST.TXT 

Outlet Set: N:\CRF3 v 0 9 2 22 0 0 0\I 6 5 8 8 3 5 . raw 



2 




Aid 


Val Phe 


A 


q Ser 


LyS 


Ty.s 


w d .. 


Va 1 


Va \ 


S e i 


Leu 


Pl'O 


Thr 


Thi- 


Leu 










2 u 0 








2 6'' 










1: 7 U 










'T y 1 ■ 


Pro Thr 


Lf 


m Thr 


Phe 


S e : ■ 


Pr j 


Pu ■ 


L.eu 


P I o 


Ala 


Glu 


Ly s 


ol u 


A 1 


















3 3 i 










2 H 5 












Leu 


Ala G i a 


;-sn Ser 


I J e 


L--M1 


Gl ' 


1 y i 


Ty i 


Ser 




J l.e 


Va 1 


Phe 


V3.1 , 








0 0 






























p 


Tip 




S ro Trp 


Trp 


A r g 


Gl i 


C 1. r. 


G 1 y 


P he 


Ser 


G 1 y 


Val. 


Lou 


G 1 ti 






Kl 5 








U 0 




















i 3 0 




i 


Ser 


Sor Cys 


/ sp Pro 


r i e 




P:i > 


Ale: 


Aiq 
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